CURRICULUM COMMITTEE REPORT

The Curriculum Committee recommends the following courses to the Graduate Board for
approval at its October 26th, 2017 meeting.

New Courses:

BMB 502 Introduction to Bioinformatics

Modifications:

NUR 506 Professional Issues in Advanced Nursing Practice



October 10, 2017

To: Curriculum Committee:
Scott Delcourt
Jim Artesani
Grant Miles
Joshua Kelley
Stuart Marrs
Deborah Rollins
Jack Campbell
Qian Xue

Fr: Erin Twitchell, Administrative Specialist
Re:  Curriculum Committee, October 10th, 2017 Stodder Hall, Room #48
The following courses will be presented on Tuesday, October 10th at 2:00 p.m. in the Graduate
School’s Conference Room, 48 Stodder Hall.
1. 2:15-2:30 BMB 502
Ben King- Call 207-644-9403

2. 2:30-2:40 NUR 506
No presentation
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e NEW._COURS POSAL/MODIFICATION/ELIMINATION FORM FOR GRADUATE COURSES
Graduate course proposals, modifications, or ellminations must be submitted to the Graduate Schoal no
later than the 3rd of each month. Please refer to the Graduate School website for the Curriculum
Committee meetings schedule. Electronic signatures and submilsslon is required.

[@o01/012

Pleasereturrrthetompletede=fornrwithappropriatesignaturesand documentationtothe-Graduate

School by saving the form to your desktop and sending as an attachment to erin.twltchell@malne.edu.
Please Include In the subject line 'Course Proposal' and the course designator and number.

GRADUATE PROGRAM/UNIT Molecular and Biomedical Sciences

g COURSE DESIGNATOR BMB  course NUMBER B02  EFFECTIVE SEMESTER  Spring 2018

COURSE TITLE Introcduction to Bioinformatics

REQUESTED ACTION

NEW COURSE (check all that apply, complete Section 1, and submit a complete syllabus):
[] New Caurse

New Caurse with Electronic Learning
[] Experimantal

MODIFICATION (Check all that apply and complete Section 2):

[ ] Deslgnator Change [_] Description Change X cross Listing (must be at least 400-level)?
] Number Change . [C] prerequlsite Change [] other (specify)
(] Titte Change [ credlit Change

ELIMINATION:

(C] course Elimination

ENDORSEMENTS

Please slan using electronic signaturas, If you do not already have a digital signature, please click within the correct
box helow and fallow the an-screen instructions.

Leader, Initlating Department/Unit(s)

i Xﬁ“kh:k fipkh - A 6-9=17) (ADL)‘U% éo\m NSty

College(s) Currlgulum Committee Chair(s) ursppicavta;

% ) Q’)&LM Q- = >

College Deant(s)

Graduate School [s1gn end detel

1. Courses cross-listed below 400-level require the permission of the Graduate School.
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SECTION 1 {(FOR NEW L

Proposed Catalog Deseriptlon {Include designator, number, title, prarequisites, cred|t hours):

mﬁmﬂctmn fo Bioinformatics, Course descripfion: A multidisciplinary study o
f fundamental biological questlons through the organization, integration and analysis of
increasingly large and complex datasets. Toplcs include primary data repositorles, data
integration and curation, sequence analysis methods, functional annotation, high-
throughput sequence analysis workflows, statistical analysis of gene expresslon data, ¢
lustering methods and modeling blologlcal networks. Prerequisites: BMB 280 (Introduct

ion to Molecular and Cellular Biology) or Instructor's permission, 3 credit hours. BMB 5
02 cannot be taken for credit consecutively after BMB 402.

Companents (type of course/used by Student Records for MalneStreet) — Multiple selections are possible for courses with
multiple non-graded components:

D Applied Music D Cllnical D Fleld Experlance/Internship Research 1 Studlo
[7] Laboratory Lecture/Seminar [ Recitation (] independent Study ] Thesls
Text(s) planned for use!

Infreduction 1o Blolnformatics Ey Hobert W, Lesk HSHN o78-0-19-865 |56-b)

Course Instructor (Include name, position, teaching load);
Benjamin L. er‘lg, Asgistant Professor of Blolnformatics. 25% teaching.

Reason for new course:

Modern blomeélcal, biological, écological and bioengmeering research requires Knowle
dge of how 1o analyze and integrate increasingly large datasets through biolnformatics.
Bioinformatics Is a multidisciplinary scientific field that studies fundamental blologlcal qu
estions through the organization, Integration and analysis of increasingly large and com
plex datasets. The course provides a broad Introduction to major concepts and applicatl
ons in bioinformatics.

Does the course addltion requlre additional department or Institutional facllitles, support and/or resources, &.g. new lab facilities,
computer support and services, staffing (Including graduate teaching asslstants), or Ithrary subscriptions and resources?

@ No. The department will not request additional resources for this course,

OYes. Plaase list additional resources required and nate how they will be funded or supported,

What other departments/programs are affected (e.g. course overlap, prerequisites)? Have affected departments/pragrams
been consulted? Any concerns expressed? Please explaln.
None

Haw often will thig course be offerad® WIil offering this course result in overload salary payments, elther through the college
or CED, elther to tha Instructor of this course or to anyone else as a result of rearranglng teaching assignments?
Unce a year !Spring SGI‘I‘IBSEOI‘)
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BMB 402 and BMB 502 Syllabus
Introduction to Bloinformatlcs

@003/012

Instructor: Benjamin L, King, Ph.D.
Office: 290 Hitchnar Hall

Office hours: By appointment
Telephone: 207-581-2803

E-mall: benjamin.l king@maine.edu

Courge description: A multidisciplinary study of fundamental biological quastions through the
organizatlon, integration and analysls of Increasingly large ahd complex datasels. Toplcs
include primary dala repositories, data Integratian and curallon, sequence analysls methods,
functlonal annotatlan, high-throughput sequence analysis warkflows, statistical analysls of gene
expression data, clustering methods and modellng blologlcal natworks, BMB 502 cannat both
be taken for credlt conseculively afler BMB 402,

Number of credit hours: 3

Preraquisites: BMB 280 (Introduction to Molecular and Cellular Blology) or instructor's
permission.

Course Goals

The primary goal of the coursa is to provide & broad overviaw of how bicinformalics Is used to
advance the study of biological questions lhrough the organization, integration and analysis of
datasets. A secondary goal of the course Is to obtain practical knowledge on how to begin to

apply bloinformatlcs resources, methods and tools to speclfic questions In molecular genatics.

The doals for each of the four units In both BMB 402 and BMB 502 are as follows.

1. Describe the scopea of majar primary data repositories for nucleotide, protein and
functional genomic data and how data are represented in those repositorles,

2. Explaln common data integration methods that have been employsd in major
bioinformatios resources, such as ganome browsers, and curated resources, such as
model organism databases.

3. Describe common sequence analysis algorithms and apply them to functionally annotate
sequences,

4, Describe and compare commeon workflows for high-throughput sequence analysls
workflaws and implement a workflaw for gene expression studies conducted using high-
throughput RNA sequencing.

An additional goal for BMB 502 Is as follows:
1. Crilique analysls methods from publication that describes a gene expression dalaset.

~
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Course Learnlng Objectives

Al the completion of BMB 402 and BMB 502, students will:
1. Describe the basio principles of bloinformatics that Includes the organization, integralion
and analysls of blological datasets. i
2 Define the major primary data sourcas that have transformed biology Into a data- |
inlensive sclance.
3. Demonstrate working knowledge of a selection of major bioinformatics resources and
tools,
Descrlbe the hasic principles of data Integration.
Describe hasic programming concepts.
Describe how to critically avaluale data and analysls results using dlagnostic plots and
visualization methods.
7. Demonstrate working knowledge of common analysls warkflows for high-throughput
sequence data,
8. Describe best practlces for experimental design of gesnome-wlde gene expresslon
experiments.
9. DPemonstrate basic working knowledge of the R statistlcal computing environment.
10. Describe several commonly used clustering methods.
11, Describe how networks can be used to represent different biological datasets
12, Describe ethlcal conslderations for blomed|cal datassets.

S O =

At the completion of BMB 502, students will also!
13. Contrast the strangths and weaknésses for analysis methods described in a publleation
that presents a gens expression dataset.

Studant Learning Outcomas

By the end of tha course, students wlill be able to:
1. Name the ma|or primary data repositorles for:
a. Nucleotlde sequence data
b. Prolein sequence data
c. Sequence variation data
| d. Funclional genomics data
| e. Proteomic data .
' 2. FInd genomle, transeript and protein sequencas for a gene in multiple organisms. f
| 3. List all characterlzed sequence varlants for a glven gene and the allele frequency of
each varlant In a glven population.
4, Provide an example of how accession numbers from one resource may be mapped (o
another resource.
5. Generate sets of proteln sequences with common functions using Gene Ontology _
annotations. 1
6. Functionally annotate protsin sequences using protein sequence similarity, domains and
secondary structurs,
Provide examples for how data are Integrated within a genoms browsaer.
Lisl genes annotated within a given reglon of a genome assembly.
Find syntenic reglons between genomes. For example, find the syntenic reglon In the

o~
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zebraflsh genome for a given chromosomal reglon In the human genome.
10. Provida examples of curated bloinformatics resources.
11. LIst phenotypes observed for mutant alleles for mouse and zebraflsh ganes.

12-L-istchemicals-described-to-alterthe-function-or-expression-ofa-gene:

13, Provide examplas for how each of the BLAST programs (blastn, blastx, blasip, tblasin
and tblastx) ara used.

14, Demonstrate how to use a scoring matrix to evaluate a palrwisa sequancs allgnment.

15, Find primary sequence data (FASTQ) files for a publlshed RNA sequencing dataset.

' 16. Descrlbe how sequence compositlon and k-mer content are used to evaluate sequence

l blas In high-throughput sequence data.

17. Describe normalizatlon technlques commanly used for gene exprossion data.

18. Describe how dlagnostic plots are used o evaluate gene expression data.

19. Describe how heatmaps are used to summarize gene expression profiles and what
dendrograms generated by two dimensional hlerarchical clustering represent,

20. Explaln what nodes and edges represent when gene expression data are visualized as a
network,

T T T ———

Instructlonal Materlals and Methods

Textbook title and other required courae materlals:
Introduction to Blo/nformatics by Robert M. Lesk (ISBN 978-0-19-965156-6)
List of references:

Elactronio copies (PDFs) of selected papers will be provided through Fogler Library.
Included in these papars ara {hea following;

¢ Gymrek M, McGulre Al., Galan D, Halperin E, Erlich Y, Identifylng personal
genomes by surname inference, Sclence. 2013 Jan 18;339(6117):321-4,
doli10.1126/sclences.1229566. PubMed PMID: 23329047.

e Jensen RA, Thompson ME, Jettan TL, Szabo Ci, van der Meer R, Helou B,
Tronlck SR, Page DL, King MC, Holt JT. BRCA1 ls secreted and exhlbits
properties of a granin. Nat Genet, 1996 Mar;12(3):303-8. PubMed PMID:
B589722.

e Koonln EV, Allschul SF, Bork P, BRCA1 protein products ... Functlonal metlfs...
Nat Genet, 1996 Jul;13(3):266-8, PubMed PMID: 8673121,

¢ Styczynski MP, Jensen KL, Rigoutsos |, Stephanopoulos G. BLOSUM62

e miscalculations Improve search performance. Nat Biotechnal. 2008
Mar;26(3):274-6. dol: 10.1038/nbt0308-274. PubMed PMID: 18327232,

¢ Pertea M, Kim D, Pertea GM, Laek JT, Salzberg Si.. Transcript-leve! exprassion
analysis of RNA-seq experiments with HISAT, StringTle and Ballgown. Nat

_ Protoc. 2016 Sep;11(9):1650-87. dol: 10.1038/nprot,2016.085. PubMed PMID;

' 27560171, PubMed Central PMCID: PMC5032908.

' o Anders S, McCarthy DJ, Chan Y, Okoniewskl M, Smyth GK, Huber W, Rabinson
MD. Count-based dlfferantial expression analysis of RNA ssquencing dala using
R and Bloconductor. Nat Protec, 2013 Sep;8(2):1765-86. dol:
.= 10,1038/nprot,2013,099. PubMed PMID; 23975260,

—
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Requirad tachnology:

Blackboard - all students must have aacess to and use Blackboard,

@ooe/012

1.
2 TU}J H(;lt'fcsﬂssrocm tGGg} iTI_‘li.};‘i;‘.F‘_!!_.%.Il._{lt:_‘Ill.!h!.a\!lIll
3. Laptop computer with the following free soflware Installed:
a. Current varsion of a wab browset
b. Currant version of the R statlstical computing environment
¢. Current version of R Studlo
d. Plain text editor: TextWrangler (Mac) or Subllme Text (Windows)

Tentative Schedule (Dates for Spring 2018)

Dats Toples Learning Assignmants Unit Activitias
activities & Projoct
Weak 1 Course Introduction Gymrek et al. Assignment 1:
Jan. 22 unit 1: Overview of Science (2013) Summarize
hioinformatics paper Gymrek at al.
e Need Sclence (2013)
¢ Scope paper
= Dala sharing
¢« Conlrolled
vocabularles
= Dala Inlagration
s Elhical
conslderatlons of
dala sharing
Waeaek 2, Unit 1: Primary dala readings Asslgnment 2: The | Feb. 2~
Jan, 29 types: "omica" ENCODE Project Asslgnment 1
approaches to Due
characlerize blologlcal
syslems
e Ganomics
¢ Transcriptomlcs
e Eplgenstles
e Prolesamics
s Metabolomlcs
Weak 3, Unit 1: Primary dala readings Unijt 1| Take Hame Feb. 9 -
Feb. 6 repositories Exam Asslgnment 2
¢ Ssquence Due
e Sequaence varlation
e Proteln slructure
a ldentiflable human
genomlc data
Functllional
annotation
s Nomenclalure
s Gena Ontology
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Week 4. Unlt 2: Data Integration readings Assignment 3. Feh, 12-Unlt1
Fab. 12 e Genome browsers Hunting for genes Take Home
s UCSC Genome I UCSC and Exam Due
Browser Ensambl
a  Ensembl
Week 5. Unit 2; Curated data readings Asslghmeni 4. Feb. 23 -
Feb. 19 Integration ) Compare mouse Asslgnment 3
« Model organism and zabraflsh Due
databases mutant phenolypes

« Mouse Gencme
Informatics (MGH)

o Zebrafish Information
Network (ZFIN)
Wesk 6. Unit 2: Curated data readings Unlt 2 Take Hame Mar. 2 -
Feb, 26 Integratlon Exam Asalgnment 4
« Comparative Due
| Toxlcaganomlics
Database
! Wesek 7. Unit 2: Laveraglng data readings Unit 2 Take Home Mar, 9 - Unit 2
i Mar. 5 Integration Exam Take Home
s Gename-wlde Exam Due
analygls (BioMart)
= Gene Interactions Mar. 9 - Term
(STRING) project
concept due
Week 8. Spring Hreal Term project
Mar. 12 outllns (due Mar, 9)
Wesk 9. Unlt 3} ntroduclion to readings Asglgnment 5: Mar. 23 « Tarm
‘ Mar. 19 data madelling Dlagram haw to projact oulllne
« Example: Integrate model sequence due
gene expression variation data
datasets
"Week 10. Unit 3: Sequence readings Agslgnment 6: Mar. 30—
Mar, 28 allgnmant mathods Sequence simllarlty | Assighment 5
o Local global saarching Dus

= Palrwlse, multiple

s BLAST, BLAT

s Repaatmasking
Unil¢ 3: High-throughput
saquence analysls
workflows

e Sequence varialion

Waeek 11. Unit 3. High-throughpul readings Unlt 3 Take Homes Apr, 6 -
Apr. 2 sequance analysle Exam Asslgnment 6
workflows Due

¢ RNA sequenaing
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Week 12, Unlt 4: Introduction to R | readings Assignment 7: Apr.9~Unlit3
Apr. 9 statislical computing Baelo R plotting Takeé Home
environment script Exam Due
s Scripts
s Varlables
s Data structures
e Common operallons
e Plolling
Weelk 13, Unit 4 RNA-Seq data readings Critique Apr. 20 —
Apr. 16 analysis in R Assignmenl: Write | Asslgnment 7
¢ Dlagnostic analysts critiqua of Due |
« Statistical modeling published gene
s Dlflerentlal exprasslon study.
expression testing
»  Multiple tesaling
adjustment [
¢ Data visuallzation
Waeek 14. Unlt 4: Cluslering raadings Unit 4 Take Home | Apr. 27 -
Apr. 23 melhods wilh appllcation Exam
to RNA-Seq data EMB 402;
» HMlerarchical Asglgnment 8
clustering
¢ K-means BMB 502:
s Princlpla Component Critique
Analysis Agalghment
e Suppott Vector Due
Machines
Week 15. Unlt 4; Biologlcal raadings Unlt 4 Take Home May 4 — Unit 4
Apr. 30 nelworks with application Exam Taka Home
te RNA-Seq data Exam Due
e Correlation
o Adjacency matrix May 4 - Term
¢ Dala visualization project due
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6. Grading and Course Expectatlons

Gomponents-of-the-final-course-grade-for- BMB-402;

Requlremant % Grade

oAl B o fh ML A AT ARV AN A= el s g e i

' Participation

Assignments 30 (8 assignmants @ 3.75% each)

| " Exams 40 (4 exams @ 10% each)
i Term Projec! 25

f '1 Total 100

il

Componsents of the final courss grade for BMB 502;

Requirerment - % Grade
PR e
Asslgnments " 2Q (7 assignmanta @ 2.86% each)
Critiqgue Assignment 10
Exams i 40 (4 exams @ 10% sach)
| Term Project , 25
Total 1100

Tentatlve exam schedule:
1. Unit 1; Beginning of week 4 (Feb. 12)
2. Unit 2: End of week 7 (Mar. 9)
i 3. Unit 3: Beginning of week 12 (Apr. 9)
: 4. Unit 4; End of week 15 (May 4)

Letter grading Is determine using the following range.

A=983-100 [B-=80-82 D+ = 67 - 69
A-=90-902 C+=77-79 [D=63-66
B+=B7-89 |C~=73-76 D-=60-62
B=83-86 C-=70-72 F = below 60

Participation

Partlclpation Is required and accounts for 5% of your final grade. Excused absences are only
permitted with prior notification Lo the Instructor and officlal documentation. Particlpation will ba
graded using quizzes held during class, Half of the grade for each quiz Is based on correct
answers and half based on gompleting the quiz.

Asslghments and Exams

All four unlis of the course have one or mora assignments and a take home exam. The
assignments will require studants to write short summary of a paper, answer qussllons or
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complete speclflc activities. Students will need to integrate new and past knowledge and then
apply It to new problems or questione. Working In groups on asslgnments are encouraged, Take
home exaras are to be completed Individually. All asslgnments and take home sxams are to be
aubmitted-through-Blackbeard:

Term Project

Sludants are required to completa a term project on a bloinformatics toplc that will be
summarized Ih a wrilten reporl. Each student must submlt a one paragraph project proposal by
the end of week 7. This proposal wlil bs reviewed by tha Instructor. The Instructor may require
the student to refine or redirect their lopic so that the scope Is approprlate. The project may be
on a varisty of topics relevant to the course and may Include an analysls component. Term
projects will be graded based on the depth and lavel of orltical and independant lhinking
demonstrated In the report.

Caurse Pollclas |

¢ Altendance and class particlpation are required and a majar component of your grade.

» Grades for late submisslans of assignments will be penalized by 10% for sach day the
assignment is late.

¢ Late submisslons of exams or tarm projacts will not be accepted and assigned a score of
0.

« Extra credit assignments are not avallable.

e Incomplete work wlll be graded based on the portion that has been completed.

¢ Final dale for all work to be In, unless other arrangements have bean made with
instructor is 5pm Friday of the last week of scheduled classes for samester.

Academlic Honesty

Acadeniic honesty is very Important. I{Is dlshonest to cheat on exams, to copy term papers, to
submit papers written by another person, to fake experimental results, or to copy or reword
parts of books or articlas Into your own papers without appropriately citing the source. Studenls
committing or aiding in any of thess violations may be glven falling grades for an assignment or
for an entire course, at the discretion of the Instructor. In addition to any academlc actlon taken
by an instructor, these violations are also subject lo actlon undar the Universlty of Maine
Student Conduct Code. The maximum possible sanction under the student conduct code s
dismissal from the University.

Students with Disabllities Statement

If you have a disability for which you may be requesting an accommedation, please contact
Student Accessibllity Services, 121 East Annex, 581.2319, as early as possible In the

term. Students who have already been approved for accommodations by SAS and have a
current accommodation letter should meet with Dr. Benjamin King privately as soon as possible,
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Course Schedule Disclalmer (Disruption Clause)

In the evant of an extended disruption of normal classroom actlvilles, the format for thls course

may-be-modified-to-enable-its-sompletion-wlithin-lts-programmed-time-framé—In-that-eveni-you

goirr/012

will be provided an addendum to the syllabus that will supersede this verslon.

Sexual Viglence Poligy

Sexual Discrimination Reporting

The Unlverslty of Maine is committed to making campus a safe place for students. Because of
this commitment, if you tell any of your teachers about sexual discrimination Invalving members
of the campus, your teacher Is required to report this Information 1o the campus Office of
Sexual Assault & Violence Prevention or the Office of Equal Opportunity.

Behaviors that can be "sexual disorimination” include sexual assault, saxual harassment,
slalking, relationshlp abuse (dating violence and domastic violence), sexual mlsconduct, and
gender discrimination, Therafora, all of these behaviors must be reportad.

Why do teachers have to report sexual discrimination?

The university can better support students In trouble If we know about what 1s happening,
Reporting also helps us to Identify patterns that might arise ~ for example, if more than cne
victim reports having been assaulied or harassed by the same indlvidual,

What will happen to a student if a teacher reports?

An employes from the Office of Sexual Assault & Violence Prevention or the Office of Equal
Opportunity will reach out ta you and offar support, resources, and Informatlon, Yau will be
Invited to meet with the employes to discuss the situation and the varlous options avallable to
you.

If you have raquested confldentlality, the University will walgh your request that no actlon be
taken against the Institution’s obllgation to provide a safe, nondisériminatory environment for all
students. If the Unlversity detarmines that it can malntaln canfidentialily, you must understand
thal the institution's ability to meaningfully invesligate the Incident and pursue disciplinary
actlon, If warranfed, may be limited. There are times when the Unlversity may not be able to
honor a request for confldentiality because doing so would pose a risk to Its ability to provide a
safe, nondiscriminatory environment for sveryone, If the Unlversity determines that It cannot
maintaln confidentiality, the University will advlse you, prior to starting an investigation and, to
the extent possible, will share information only with those responsible for handling lhe
instlitution's response

The University is committed to the well-being of all students and will ake steps to protect all
involved from retallatlon or harm,

If you want to talk in confidence to someone about an experlence of sexual discrimination,
pleass contact these resources:.

Far confldential resources on campus: Counsellng Center: 207-581-1392 or Cutler
Health Center: at 207-581-4000.

For confidentlal resources off campus: Rape Respanse Services: 1-800-310-0000 or
Spruce Run; 1-800-863-9909,
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Other resources: The resources listed below can offer suppeort but may have to report the
inaident to others who can help;

Eor

For-support-services-on-aampus:-Offlce-of-Sexual-Assault-&-Vielance-Rrevantion:

@o12/91z2

207-581-1406, Offlce of Community Standards; 207-581-1409, Univeralty of Malne

Police: 207-681-4040 or 911, Or sea the OSAVP webslte for & complets list of services
at hilp://www.umalne.edu/osavp/

10
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RECEIVED
OCT 05 2917
mi'fﬁINE GRADUATE $cHo0,

NEW COURSE PROPOSAL/MODIFICATIONIELIMINATION FORV FOR GRADUATE COURSES
Graduate course proposals, modifications, or ellminations must be submitted to the Graduate School no
latar than the 3rd of each month. Please refer to the Graduate School webslite for the Curriculur

1.

Committee maetings schedule. Elazerome sigmatures and submilssiomisTequired:

Please raturn the completed e-form with appropriate signatures and documentation to the Graduate
$chool by saving the form to your desktop and sending as an attachment to arintwlitchell@malne.cdu,
Please Include in the subject line 'Course Proposal' and the course deslgnator snd number,

GRADUATE PROGRAM/UNIT School of Nursing

COURSE DESIGNATOR  NUR  COURSENUMBER 50 EFFECTIVE SEMESTER Spring 2018

COURSE TITLE Professional Issues In Advanced Practice Nursing

REQUESTED ACTION

NEW COURSE (check all that apply, completa Sectlon 1, and submit a complete syllabus):
[ Naw Course

[C] New Coursg with Efectroni¢ Learaing

] Experimental

MODIFICATION (Check all that apply and complete Sectlon 2):

[ Designator Change  [] Description Change [ ¢ross Usting (must be at least 400-Javel)?
(] Number Change [] prerequisite Change [C] other (specify)

[J mitle Change [] credit Change
ELIMINATION:

[J Course Elimination

ENDORSEMENTS
Please sign using electronic signatures. If you do not already have a digital signatura, please click within the corract
box below and faollow the on-sccean Instructions. '

Leader, Inftlating Department/Unlt(s)

College Dean(s)

draduate Schaol hign and date)

1, Courses cross-listed below 400-leval require tha parmission of the Graduate Schoal,
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SECYION 2 (FOR CQURSE MODIFICATIONS)

Current catalog desaription (Include tasignaior, number, title, presequisites, cradit hours):

NUR 506, Professional Issuas In Advanced Practice Nursing

Profassional Issues of advanced practice nurses Including role development, legal and
business.aspects.of practice and steateglas to insure high quality of health care practice.

Prerequisite: NUR 522, Cr. 2

Proposed cotolog desetiptian (Include designator, number, titls, prerequisites, credit hours):

NUR 506, Professional Issues in Advanced Practice Nursing

Issues of advanced practice nursing, Including professlonal role transition; ethical, legal and
business aspects of practice; leadership domalns of advanced practice nursing; and strategles
to enhance the quality of ¢are and health care outcomes will be addressed. Prerequisite:
NUR 522, Cr. 2

Repson for course modification:

SECTION 3 FOR COURSE ELIMINATIONS

Reasan for Elimination

| Please roturn the complated a-form with appropriata algneturea and documantation 19 the Graduate School by
saving the form to your desktop and sanding as an attachment to erin.twitchell®@maine.edu. Please Includa In
the subject line 'Course Proposal’ and tha course designator and numbar.



To: Curriculum Committee
Graduate School

University of Maine School of Nursing
NUR 506: Professional Issues in Advanced Practice Nursing

The modification to NUR 506 was prompted by the changes implemented by the
National Organization of Nurse Practitioner Faculty. This organization provides
curriculum guidelines for Schools of Nursing

The two content areas specific to the modifications are described below.
Nurse Practitioner Core Competencies Curriculum Content

Ethics

1.Integrates ethical principles in decision-making.

2.Evaluates the ethical consequences of decisions.

3. Applies ethically sound solutions to complex issues related to individuals,
populations and systems of care

Leadership

1. Assumes complex and advanced leadership roles to initiate and guide change.
2. Provides leadership to foster collaboration with multiple stakeholders.

3. Demonstrates leadership that uses critical and reflective thinking.



